CUbia 



Statistics generated by: 

rodolfo 

Sequences: 

CP001182, CP000521, CU459141, CP000863, CP001172, CU468230, 
Date: 

Fri Feb 26 21:21:46 CET 2010 



Table of contents 



1. Nucleotide sequence statistics 3 

1.1 Sequence information 3 

1.2 Counts of nucleotides 3 

1.3 Frequencies of nucleotides 4 

1 .4 Counts of annotation 6 



2 



1. Nucleotide sequence statistics 



1.1 Sequence information 



Information 


CP001182 


CP000521 


CU459141 


CP000863 


Sequence type 


DNA 


DNA 


DNA 


DNA 


Length 


4050513 nuc 


3976747 nuc 


3936291 nuc 


3904116 nuc 


Organism 


Acinetobacter baumannii 
AB0057 


Acinetobacter baumannii 
ATCC 17978 


Acinetobacter baumannii 


Acinetobacter baumannii 
ACICU 


Name 


CP001182 


CP000521 


CU459141 


CP000863 


Description 


Acinetobacter baumannii 
AB0057, complete 
genome. 


Acinetobacter baumannii 
ATCC 17978, complete 
genome. 


Acinetobacter baumannii 
str. AYE, complete 
genome. 


Acinetobacter baumannii 
ACICU, complete 
genome. 


Modification Date 


03-DEC-2008 


26-JUN-2008 


26-FEB-2008 


27-JUN-2008 


Weight 


1.304,498 MDa 


1.280,779 MDa 


1.267,686 MDa 


1.257,179 MDa 



Sequence type 


DNA 


DNA 


Length 


3760981 nuc 


3421954 nuc 


Organism 


Acinetobacter baumannii 
AB307- 0294 


Acinetobacter baumannii 


Name 


CP001172 


CU468230 


Description 


Acinetobacter baumannii 
AB307- 0294, complete 
genome. 


Acinetobacter baumannii 
str. SDF, complete 
genome. 


Modification Date 


26-NOV-2008 


22-APR-2008 


Weight 


1.211,133 MDa 


1.102,14 MDa 



1.2 Counts of nucleotides 



Adenine (A) 


1.229.875 


1.215.434 


1.195.022 


1.187.195 


Cytosine (C) 


791.933 


770.760 


777.202 


761.769 


Guanine (G) 


796.082 


777.818 


772.909 


762.058 


Thymine (T) 


1.232.623 


1.212.734 


1.191.158 


1.193.024 


Purine (R) 


0 


0 


0 


19 


Pyrimidine (Y) 


0 


0 


0 


24 
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Nucleotide 


CP001182 


CP000521 


CU459141 


CP000863 


Adenine or cytosine (M) 


0 


0 


0 


4 


Guanine or thymine (K) 


0 


0 


0 


5 


Cytosine or guanine (S) 


0 


0 


0 


5 


Adenine or thymine (W) 


0 


0 


0 


11 


Not adenine (B) 


0 


0 


0 


0 


Not cytosine (D) 


0 


0 


0 


0 


Not guanine (H) 


0 


0 


0 


0 


Not thymine (V) 


0 


0 


0 


0 


Any nucleotide (N) 


0 


1 


0 


2 


C + G 


1.588.015 


1.548.578 


1.550.111 


1.523.827 


A + T 


2.462.498 


2.428.168 


2.386.180 


2.380.219 



Adenine (A) 


1.148.090 


1.040.145 




Cytosine (C) 


735.906 


667.461 




Guanine (G) 


732.520 


673.659 




Thymine (T) 


1.144.465 


1.040.589 




Purine (R) 


0 


0 




Pyrimidine (Y) 


0 


0 




Adenine or cytosine (M) 


0 


0 




Guanine or thymine (K) 


0 


0 




Cytosine or guanine (S) 


0 


0 




Adenine or thymine (W) 


0 


0 




Not adenine (B) 


0 


0 




Not cytosine (D) 


0 


0 




Not guanine (H) 


0 


0 




Not thymine (V) 


0 


0 




Any nucleotide (N) 


0 


100 




C + G 


1.468.426 


1.341.120 




A + T 


2.292.555 


2.080.734 




1.3 Frequencies of nucleotides 




Nucleotide 




CP000521 


CU459141 


CP000863 


Adenine (A) 


0,304 


0,306 


0,304 


0,304 


Cytosine (C) 


0,196 


0,194 


0,197 


0,195 
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Nucleotide 


CP001182 


CP000521 


CU459141 


CP000863 


Guanine (G) 


0,197 


0,196 


0,196 


0,195 


Thymine (T) 


0,304 


0,305 


0,303 


0,306 


Purine (R) 


0,000 


0,000 


0,000 


0,000 


Pyrimidine (Y) 


0,000 


0,000 


0,000 


0,000 


Adenine or cytosine (M) 


0,000 


0,000 


0,000 


0,000 


Guanine or thymine (K) 


0,000 


0,000 


0,000 


0,000 


Cytosine or guanine (S) 


0,000 


0,000 


0,000 


0,000 


Adenine or thymine (W) 


0,000 


0,000 


0,000 


0,000 


Not adenine (B) 


0,000 


0,000 


0,000 


0,000 


Not cytosine (D) 


0,000 


0,000 


0,000 


0,000 


Not guanine (H) 


0,000 


0,000 


0,000 


0,000 


Not thymine (V) 


0,000 


0,000 


0,000 


0,000 


Any nucleotide (N) 


0,000 


0,000 


0,000 


0,000 


C + G 


0,392 


0,389 


0,394 


0,390 


A + T 


0,608 


0,611 


0,606 


0,610 



Adenine (A) 


~ _ 0,305 


0,304 


Cytosine (C) 


0,196 


0,195 


Guanine (G) 


0,195 


0,197 


Thymine (T) 


0,304 


0,304 


Purine (R) 


0,000 


0,000 


Pyrimidine (Y) 


0,000 


0,000 


Adenine or cytosine (M) 


0,000 


0,000 


Guanine or thymine (K) 


0,000 


0,000 


Cytosine or guanine (S) 


0,000 


0,000 


Adenine or thymine (W) 


0,000 


0,000 


Not adenine (B) 


0,000 


0,000 


Not cytosine (D) 


0,000 


0,000 


Not guanine (H) 


0,000 


0,000 


Not thymine (V) 


0,000 


0,000 


Any nucleotide (N) 


0,000 


0,000 


C + G 


0,390 


0,392 


A + T 


0,610 


0,608 
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1.4 Counts of annotation 



CDS 


3790 


3787 


3659 


3667 


Gap 


0 


0 


0 


0 


Gene 


3912 


3889 


3760 


3749 


Misc. RNA 


0 


0 


11 


0 


Misc. feature 


0 


1 


0 


0 


Source 


1 


1 


1 


1 


rRNA 


18 


15 


18 


18 


tRNA 


73 


69 


72 


64 












Feature type 


CP001172 


CU468230 






CDS 


3458 


3511 






Gap 


0 


1 






Gene 


3549 


3598 






Misc. RNA 


0 


8 






Misc. feature 


0 


0 






Source 


1 


1 






rRNA 


18 


15 






tRNA 


73 


64 
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